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Ras/MKKKK Table 2. Rate equations and parameter values of the MAPK cascade model. Concentrations and the Michaelis constants (K, -K ) are given in nM. The
catalytic rate constants (ks, kq, k7, kz) and the maximal enzyme rates (Vy, Vo, Vs, Ve, Vo, Vig) are expressed in s Uand nms Y, respectively.
4
N T
\\\ Reaction number Rate equation Parumeter values
y
i
MKKK ! MKKK-P 4 1 Vi [MEKEJ( 1 + ([MAPE-PPIE (K, + [MEKK]) Vi=25n=1LK=9K=I10
2 Vo [MKKK-P]{(K; + [MKKK-P]) Va=1025K; =8,
W 3 ko [MEKKK-P]- [MKK]/(K, + [MKK]) ky = 0.025; Ky = 15;
4 ky | MKKK-P|-[MKK-P|{(K; + [MKK-P]) ky = 0.025; Ky = 15;
5 Vs [MKK-PPJ(Ks + [MKK-PP]) Vs=1075 K5 = 15;
6 Ve IMKK-PJ/(Ks + [MKK-P]) Ve =075 K = 15;
3 4 7 ky [MKK-FFP]- [MAPK]/(K; + [MAPK]) ky = 0025, K, = 15;
MKK MEKK-P MEKK-PP 8 kg [ MKK-PP]-[MAPK-P|/(Ky + [MAPK-P]) kg = 0.025; Ky = 15;
K\i// W 9 Vi [MAPK-PP|(Ky + [MAPK-PP]) Va=1035; Ky = 15,
0] Vig IMAPK-PJ/( K1 + [MAPK-P]) Vie=0.5; K1o = 15;
Total concentrations: [MKKK],.q = 100; [MKK],, ., = 300; [MAPK] . = 300
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Ligand-Specific c-Fos Expression
Emerges from the Spatiotemporal
Control of ErbB Network Dynamics
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linking to hierarchical controlled vocabularies allows for more elaborate

searching:
e.g.: searching BioModels DataBase for all models fitting mammals
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MathML — Morzilla Firefox

I E';Eii| http: / faww.cbi.acul fbiomodels main/mathml.do?uri.
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